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Drawing #1 : Computer Program Flowsheet for Process #1 and 
Process#1 A 



b) Choose a statistical linkage test for each 
marker 


c) Choose a sample for each marker 


d) Obtain genotype data/sample allele frequency data for 
each marker and sample and obtain phenotype status for 
each individual in the samples 


e) Calculate evidence for linkage between each marker and the gene 


f) Identify those markers which show 
evidence for linkage 


f) Localize the gene to the CL-F region 
of markers that show evidence for 
linkage 


